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Related literature
The title compound was synthesized using an Arbuzov reaction, as described by Schuster et al. (2009) . The Cambridge Structural Database (CSD, Version 5.36, November 2014; Groom & Allen, 2014) contains four structures of acyclic tetravalent phosphonium salts where the P atom is bonded to two phenyl rings and two -carbonyl groups. In each structure, the phosphonium salt is coordinated to a silver(I) (Vicente et al., 1989) or palladium(II) (Vicente et al., 1990) metal center via the carbon to the P atom. Table 1 Hydrogen-bond geometry (Å , ) . 
S1. Structural commentary
The molecular structure of I is shown in Figure 1 , along with the atom numbering scheme. Compound I crystallized in the monoclinic space group C2/c, and the asymmetric unit contains the entire molecule along with one disordered bromide anion and one disordered molecule of chloroform. Atom P1 has a distorted tetrahedral geometry with C-P-C bond angles ranging from 106.37 (18) to 113.10 (18)°.
S2. Supramolecular features
Weak intermolecular C-H···Br and C-H···O interactions can be found throughout the crystal lattice (Table 1) . CH···O hydrogen bonds (2.43 Å) exist between the carbonyl oxygen O1 and an aromatic hydrogen H16 (Figure 2 ). The bromide ion is engaged in a variety of weak interactions with nearby hydrogen atoms, with interatomic H···Br distances ranging from 2.70 to 2.97 Å. In the fragment that has the highest occupancy ratio (50%), a weak CH···Br interaction is also present between the chloroform molecule and bromide ion. Based on the amount of disorder present in this structure, it is clear these intermolecular interactions are quite weak in nature.
S3. Synthesis and crystallization
The title compound was prepared via an Arbuzov reaction between bromopinacolone and an excess of iso-propoxydiphenyl phosphane following the procedure of Schuster et al. (2009 
S4. Refinement
Crystal data, data collection and structure refinement details are summarized in Table 1 . The positions of all hydrogen atoms were calculated geometrically and refined to ride on their parent atoms, with U iso (H) = 1.2U eq (C) for methine, methylene and aryl groups, and U iso (H) = 1.5U eq (C) for methyl groups.
The disordered bromide ion was modelled over three positions with a 50:35:15 occupancy ratio. An EADP instruction was included in the refinement to constrain the thermal ellipoids of these fragments to the same size and shape. The disordered chloroform molecule was also modelled in three parts with a 50:35:15 occupancy ratio. To restrain the CHCl 3 geometry to accepted values, each C-Cl bond length was restrained with a DFIX instruction to 1.78 Å, and the Cl-Cl interatomic bond distances were restrained with a DANG instruction to 2.87 Å. Finally, each chlofororm fragment was treated with SIMU and DELU instructions to ensure uniform thermal ellipsoids.
supporting information sup-2
Acta Cryst. (2015). E71, o339-o340
Figure 1
Structure of the asymmetric unit of I along with the atom numbering scheme. This drawing is done with 50% probability ellipsoids using standard CPK colors; only one position of the disordered bromide ion and chloroform molecule is shown, and all hydrogen atoms have been omitted for clarity.
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Figure 2
Weak intermolecular interactions (denoted with dashed lines) found throughout the crystal lattice of the title compound (Table 1) . Only the major position of the disordered fragments are shown. The aryl rings, tert-butyl groups, and all hydrogen atoms not involved in these interactions have been omitted for clarity. This drawing is done as a ball and stick with standard CPK colors. Symmetry codes:
Bis(3,3-dimethyl-2-oxobutyl)diphenylphosphonium bromide chloroform monosolvate
Crystal data Symmetry codes: (ii) −x+3/2, y+1/2, −z+3/2; (iii) −x+3/2, −y+1/2, −z+1.
